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   Foreword     

 This book originates from almost 60 years of living in the company of microorgan-
isms, mainly with  Escherichia coli . My scientifi c life has taken place almost exclu-
sively at the Institute Pasteur in Paris, where many concepts of modern molecular 
biology were born or developed. 

 The present work emphasizes the interest of microbial physiology, biochemistry 
and genetics. It takes into account the considerable advances which have been made 
in the fi eld in the last 30 years by the introduction of gene cloning and sequencing 
and by the exponential development of physical methods such as X-ray crystallog-
raphy of proteins. 

 The younger generation of biochemists is legitimately interested in the problems 
raised by differentiation and development in higher organisms, and also in neurosci-
ences. It is however my feeling that the study of prokaryotes will remain for a long 
time the best introduction to general biology. 

 A particular emphasis has been given to particular systems which have been 
extensively studied from historical, physiological, enzymological, structural, 
genetic and evolutionary points of view: I present my apologies to those who may 
fi nd that this choice is too personal and refl ects too much my personal interest in 
subjects in which I have either a personal contribution or where important results 
have been obtained by some of my best friends. 

 I am grateful to the Philippe Foundation for the help it has given to me and to 
many of my students for many years. 

 I dedicate this book to the memory of my wife, Louisette Cohen, for her patience 
and help, not only while this book was written, but also during our 68 years of com-
mon and happy life. 

 This work is a tribute to the memory of my beloved colleagues, my mentor 
Jacques Monod, and the late Harold Amos, Dean B. Cowie, Michael Doudoroff, 
François Jacob, Ben Nisman, Earl R. Stadtman, Roger Y. Stanier, Germaine Stanier, 
Huguette and Kissel Szulmajster and Elie Wollman.  

 Paris, France Georges N. Cohen   
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